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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 

form: 

Application Serial Number: /D/7jfj ^?<o/^? 
Source. ' ^L T^iAjQ . 

Date Processed by STIC: ~~J j ri7 ^DY 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT. WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS. PLEASE CONTACT 
MARK SPENCER, TELEPHONE: S71-272-25I0; FAX: 571-27341221 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4,2 PROGRAM . ACCESSIBLE THROUGH THE U S. PATENT AND 
TRADEMARK OFFICE WEBSITE SEE BELOW FOR ADDRESS 
http://www.uspto.gov/web/offices/pac/checker/chkrnote.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware thai there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zin code address for the 

United Stales Patent and Trademark Office, and instead s h ould be sent via the following to the indicated addresses: 

1. EFS-Bio (<hHD://www.tisnto.gov/cbc/cfs/downloads/docnments.htm> . EFS Submission 
User Manual -ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

- 3. Hand Carry, Federal Express, United Parcel Service, or olhcr delivery service (EFFECTIVE 06/05/04): 

U S. Patent and Trademark Office, 220 20 th Street S., Customer Window, Mail Stop Sequence Crystal Plaza Two Lc 
Room 1B03, Arlington, VA 22202 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/7 98 , 096A 



DATE: 07/27/2004 
TIME: 11:56:44 



Input Set : A:\pto.lm.TXT 

Output Set: N:\CRP4\07272004\J798096A.raw 

3 <110> APPLICANT: Rea-Min Chu 

4 Ching-Yi Lin 

5 Ya-Wen Hsiao 

6 Kuang-Wen Liao 

W--> 7 <120> TITLE OF INVENTION: COMPLEX IMMUNO - GENE MEDICAL COMPOSITION POR INHIBITING TUMOR 
CELLS 

W--> 8 <130> PILE REFERENCE: P/741-176 . A^^^^/Ct^ 

W--> 9 <X40> CURRENT APPLICATION NUMBER: 10/798, 096A ,~\7Z&?1 %C ' 

10 <141> CURRENT PILING DATE: 2004-03-11 ^/ClT^ ^3*^ * 

W--> 11 <160> NUMBER OF SBQ ID: 4 A£*- ' ^ V^^"^ 

^ / r / 

#£14 <2 11 > LENGTH: 636 /, )\p rf^^ ^ /0<>6S Not Comply 

VC is <2i2> type: dna / Tv.' , WW '/ Corrected [Diskette Neeaert 

l^- ^T 16^< 213> ORGANISM: Human O^^K^A ST C i- 1 \ 

\j^*"rr<223> OTHER INFORMATION: IL-6 \ \ 1 V /? I ' *~ ' " i ♦ ' J 




BRRORED SBQC 

<210> SEQ ID NO: 1 




fV«*-> 1° <400> SEQUENCE: 1 

1 5^7 21 ^*9"f ac tcc ttc tcc aca agc gcc ttc 99* cca gtt gcc tec tec ctg ggg ctg etc ctg 

22( 60 / 



-^^^23St^Asn Ser Phe Ser Thr Ser Ala Phe Gly Pro Val Ala Phe Ser Leu Gly Leu Leu Leu 

2* 1 . 5 10 15 20 ( 01' ' 

It 



15 20 
£g cct get gcc ttc cct gcc cca gta ccc cca gga gaa gat tcc aaa gat gta gcc 



B--> 26 

27^120 

28 Val Leu Pro Ala Ala Phe Pro Ala Pro Val Pro Pro Gly Glu Asp Ser Lys Asp Val Ala 

29 25 30 35 ^ 40 
B--> 31 ocq^cca cac aga cag cca etc ace tct tea gaa cga att gac aaa caa att egg tac ate 

32(l80^> 

33 Ala Pro His Arg Gin Pro Leu Thr Ser Ser Glu Arg He Asp Lys Gin He Arg Tyr He 

34 45 50 55 60 
E--> 36 ctg^gac^ ggc ate tea gcc, ctg aga aag gag aca tgt aac aag agt aac atg tgt gaa 

37 6§c2£& 

38 EeTTAsp Gly He Ser Ala Leu Arg Lys Glu Thr Cys Asn Lys Ser Asn Met Cys Glu Ser 

3 9 65 70 75 80 
B--> 41 appraa* gag gca ctg gca gaa aac aac ctg aac ctt cca aag atg get gaa aaa gat gga 

42 (300/ 

43 Ser Lys Glu Ala Leu Ala Glu Asn Asn Leu Asn Leu Pro Lys Met Ala Glu Lys Asp 
W--> 44 Gly 

w "> 45 85 90 95 100 

B--> 47 t«-ttc caa tct gga ttc aat gag gag act tgc ctg gtg aaa ate ate act ggt ctt ttg 

48 iisy 

49 Cys" Phe Gin Ser Gly Phe Asn Glu Glu Thr Cys Leu Val Lys He He Thr Gly Leu Leu 
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RAW SEQUENCE LISTING DATE: 07/27/2004 

PATENT APPLICATION: US/10/798 , 096A TIME: 11:56:44 

Input Set : A:\pto.lnuTXT 

Output Set: N:\CRF4\07272004\J798096A.raw 

W--> 50 105 110 115 120 

E--> 52 g»-<tt 

53 

54 Glu Ph€ 
W--> 55 125 
E--> 57 aga-gct 

58 (48pX 

59 Arg Ale 
W--> 60 

B--> 62 cj^a^gat 

63 Qijp 

64 Leu Asp 
W--> 65 

68 (60Qyl 
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caa 


gec 


Glu 


Val 


Tyr 


Leu 


Glu 
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Ser 
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Glu 
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135 
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ate 
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cag 
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aag 
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aag 
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Val Gin 
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He 


Gin 
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Gin 
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Lys 
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Asn 
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ata 
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acc 
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acc 
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ctg 
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aag ctg 
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Thr 
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Leu 
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Leu 


Gin 






165 










170 










175 
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aac 


cag 


tgg 


ctg 


cag 


gac 


atg 


aca 


act 


cat 


etc 


att 


ctg 


cgc 


age 


ttt 


aag 
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Gin 
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185 










190 










195 










200 


cag 


tec 


age 
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agg 


get 


ctt 


egg 
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atg 
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Arg 
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Arg 
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Met 



















W--> 75 205 210 

II <210> SEQ ID HO: 2 ^ ^ ''/li*' t ft fif f®* ' 

81 <223> OTHER INFORMATION: IL-2 Signal Peptide - c CsC**^ ' 

B--> 83 <400> SEQUENCE : 2 ' I 

B--> 85 atg-.tac agg atg caa etc ctg tct tgc att gca eta agt ctt gca ctt gtc aca aac agt /v^ 

ffJl ^ 87 Met Tyr Arg Met Gin Leu Leu Ser Cys He Ala Leu Ser Leu Ala Leu Val Thr Asn Ser/ . * 
WTv 91 <210> SEQ ID NO: 3 jl^ 

TV 92 <211> LENGTH: 342 \ "T^i ( 

^ 93 <212> TYPE: DNA £ ^^T^ £CS0<^ CQt^l 

r A\ 3* <213> i3RGANISM: Human J ^s^*^ r I s J 

'\Lvl^T 5 <223> ^ THBR INFORMATION: Partial Sequence Encoding Human IL-1S VY^H 

^fP-> 97 <4 00 > SEQUENCE: 3 I £^ ^ 

1 \ E ;ri-99 aaer-tsrg gtg aat gta ata agt gat ttg aaa aaa att gaa gat ctt att caa tct atg cat *^s~ 

J 101 ran Trp Val Asn Val lie Ser Asp Leu Lys Lys He Glu Asp Leu He Gin Ser Met His / j . a6 

102 1 5 10 15 20 ' J If 

B--> 104 afctCga*: get act tta tat acg gaa agt gat gtt cac ccc agt tgc aaa gta aca gca atg 

105 /120/ 

106 tle^Asp Ala Thr Leu Tyr Thr Glu Ser Asp Val His Pro Ser Cys Lys Val Thr Ala Met 

107 25 30 35 40 
E--> 109 aag fcge ttt etc ttg gag tta caa gtt att tea ctt gag tec gga gat gca agt att cat 

110 /^18cT) 

III tys^Cys Phe Leu Leu Glu Leu Gin Val He Ser Leu Glu Ser Gly Asp Ala Ser He His 
112 45 50 55 60 
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RAW SEQUENCE LISTING DATE: 07/27/2004 

PATENT APPLICATION: US/10/798, 096A TIME: 11:56:44 

Input Set : A:\pto.lm.TXT 

Output Set: N:\CRF4\07272004\J798096A.raw 

I 

B--> 114 gajt^aca gta gaa aat ctg ate ate eta gca aac aac agt ttg tct tct aat ggg aat gta 

115 

116 AsfTThr Val Glu Asn Leu lie lie Leu Ala Asn Asn Ser Leu Ser Ser Asn Gly Asn 
W--> 117 Val 

W--> 118 65 70 75 80 

B--> 120 aqa-«aa tct gga tgc aaa gaa tgt gag gaa ctg gag gaa aaa aat att aaa gaa ttt ttg 

121 (30p^ 

122 Thr Glu Ser Gly Cys Lys Glu Cys Glu Glu Leu Glu Glu Lys Asn He Lys Glu Phe Leu 
W--> 123 85 90 95 100 
B--> 125>€}ag-agt ttt gta cat att gtc caa atg ttc ate aac act tct 

126V^42/ 

127 Gtn Ser Phe Val His He Val Gin Met Phe He Asn Thr Ser 
W--> 128 105 110 

131 <210> SEQ ID NO: 4 . 

132 <211> LENGTH: 402 t to ,V <r ^ n _ 

133 <212> TYpe; m ^Ve* £ SAVVV^ * 

134 <213> ORGASM: ACtific ial Sequence S \ c i n K+" \ * 

W--> 135 <220> FEATOtfE? v BaeeaT^CT dode f or "iiTTsignal Peptide^ l^W^^ (J& AJ» \ ' 1* i0 

w--> l a c caao!< fea t ure i b55b i«eo §555 15E5S=5 5tgn5P? ey£i5e T&L. ^ c^PC>A^ Dtrk * 7~ 

136 <223> OTHER INFORMATION: Artificial Chimeric Sequence Encoding IL-2SP/IL-15MP AAXiWJIV I C 

138 <400> SEQUENCE : 4 

E--> 140 atavtac agg atg caa etc ctg tct tgc att gca eta agt ctt gca ctt gtc aca aac agt / 

141 \§o) 

142 Met Tyr Arg Met Gin Leu Leu Ser Cys He Ala Leu Ser 

143 1 5 10 
B--> 145 aacntgg gtg aat gta ata agt gat ttg aaa aaa att gaa 

146 (l2y 

147 Asn Trp Val Asn Val lie Ser Asp Leu Lys Lys lie Glu 

148 25 30 
B--> 150 a££~gat get act tta tat acg gaa agt gat gtt cac ccc 

151 (180/ 

152 He Asp Ala Thr Leu Tyr Thr Glu Ser Asp Val His Pro 

153 45 50 




65 70 
E--> 160 gat-aca gta gaa aat ctg ate ate eta gca aac aac agt ttg 

161 <3ooy 

162 Asp Thr Val Glu Asn Leu lie lie Leu Ala Asn Asn Ser Leu 

163 85 90 
B--> 165 A^ar-gaa tct gga tgc aaa gaa tgt gag gaa ctg gag gaa aaa 

166(^360/ 

167 TKrGlu Ser Gly Cys Lys Glu Cys Glu Glu Leu Glu Glu Lys 

168 105 110 
E--> llOjsaj^wt ttt gta cat att gtc caa atg ttc ate aac act tct 

17^^402^/ 

172 Gin Ser Phe Val His lie Val Gin Met Phe lie Asn Thr Ser 

173 125 130 



gca 


ctt 


gtc 


aca 


aac 




. Ala 


Leu 


Val 


Thr 


Asn 


Ser 


15 








20 


ctt 


att 


caa 


tct 


atg 


cat 


Leu 


He 


Gin 


Ser 


Met 


His 


35 










40 


tgc 


aaa 


gta 


aca 


gca 


atg 


Cys 


Lys 


Val 


Thr 


Ala 


Met 


55 










60 


gga 


gat 


gca 


agt 


att 


cat 


Gly 


Asp 


Ala 


Ser 


lie 


His 


75 










80 


tct 


tct 


aat 


999 


aat 


gta 


Ser 


Ser 


Asn 


Gly 


Asn 


Val 


95 










100 


aat 


att 


aaa 


gaa 


ttt 


ttg 


Asn 


He 


Lys 


Glu 


Phe 


Leu 


115 










120 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/7 98 , 096A 



DATE: 07/27/2004 
TIME: 11:56:45 



Input Set : A:\pto.lm.TXT 

Output Set: N:\CRF4\07272004\J798096A.raw 



Invalid L ine Length; 

The rulee require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:l; Line(s) 21,23,26,28,31,33,38,64,72 

Seq#:2; Line(s) 87 

Seq#:3; Line(s) 101,106,111,122,125 

Seq#:4; Line(s) 142.147,152,157,162,167 
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VBRIPICATIOH SUMMARY DATE: 07/27/2004 

PATENT APPLICATION: US/10/798, 096A TIME: 11:56:45 

Input Set : A:\pto.lm.TXT 

Output Set: N:\CRP4\07272004\j798096A.raw 

L:7 M:283 W: Missing Blank Line separator, <120> field identifier 
L:8 M:283 W: Missing Blank Line separator, <130> field identifier 
L:9 M:283 W: Missing Blank Line separator, <140> field identifier 

L:ll M:283 W: Missing Blank Line separator. <160> field identifier t 
L:19 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:1 
L:21 M:254 E: No. of Bases conflict, LENGTH : Input : 0 Counted: 60 SEQ:1 / 
L:26 M:254 E: No. of Bases conflict, LENGTH : I nput : 0 Counted:120 SBQ:1 ' 
L:31 M:254 E: NO. of Bases conflict, LENGTH: Input :0 Counted: 180 SEQ:1 
L:36 M:254 E: No. of Bases conflict, LENGTH: Input : 0 Counted:237 SBQ:1 
L:41 M:254 E: No. of Bases conflict, LENGTH: Input : 0 Counted:300 SEQ:l / 
L:44 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
L:45 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
L:47 M:254 E: No. of Bases conflict, LENGTH : I nput : 0 Counted:360 SEQ:1 S 
L:50 M-.336 W: Invalid Amino Acid Number in Coding Region, SEQ ID-.1 
L:52 M:254 E: No. of Bases conflict, LENGTH: Input : 0 Counted:420 SEQ:1 
L:55 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
L:57 M:254 E: No. of Bases conflict, LENGTH: Input : 0 Counted;480 SEQ:1 
L:60 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
L:62 M:254 B: No. of Bases conflict, LENGTH: Input : 0 Counted:540 SEQ:1 
L:65 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
L:67 M:254 E: No. of Bases conflict, LENGTH: Input : 0 Counted:600 SEQ:1 
L:70 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
L:72 M:254 B: No. of Bases conflict, LENGTH: Input : 0 Counted:636 SBQ:1 
L:75 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
L:83 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:2 
L:85 M:254 E: No. of Bases conflict, LENGTH: Input :0 Counted:60 SEQ:2 
L:97 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:3 
L:99 M:254 E: No. of Bases conflict, LENGTH: Input : 0 Counted: 6 0 SEQ: 3 / 
No. of Bases conflict, LENGTH : Input :0 Counted: 120 SEQ:3 
No. of Bases conflict, LENGTH : Input : 0 Counted: 180 SEQ: 3 
No. of Bases conflict, LENGTH : Input : 0 Counted:240 SEQ:3 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
No. of Bases conflict, LENGTH : Input : 0 Counted: 300 SEQ:3 ' 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
No. of Bases conflict, LENGTH: Input : 0 Counted: 342 SEQ: 3 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
Missing Blank Line separator, <220> field identifier 
Invalid Numeric/ Header Field, <:220> has non-blank data J 
No. of Bases conflict, LENGTH : Input : 0 Counted: 60 SEQ: 4 ' 
No. of Bases conflict, LENGTH : Input : 0 Counted: 120 SEQ: 4 
No. of Bases conflict, LENGTH : Input : 0 Counted:180 SEQ:4 
No. of Bases conflict, LENGTH : Input : 0 Counted: 240 SEQ: 4 
No. of Bases conflict, LENGTH : Input : 0 Counted:300 SEQ:4 
No. of Bases conflict, LENGTH : Input : 0 Counted: 360 SEQ:4 
NO. of Bases conflict, LENGTH : Input : 0 Counted:402 SEQ:4 
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